The Western blot signals for endogenous and overexpressed NUAK1 in U2OS Flp/In stable cells were quantified using LI-COR Odyssey technology. β-Tubulin was used as a loading control. The background signal was subtracted and then the band intensity of overexpressed NUAK1 was divided by the signal for the endogenous NUAK1 protein (in duplicates). Data are means+ − S.D. relative to the expression levels of the endogenous protein.
Table S1 NUAK1-interacting proteins identified by mass spectrometry
The gel pieces shown in Figure 1(A) of the main text were digested with trypsin and proteins were identified by Orbitrap mass spectrometry. The identified proteins of importance that were present only in the NUAK1 immunoprecipitate (bands 7-12), but not in the control (bands 1-6 
